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In the title compound, C 13 H 15 NOS, the plane of the pyrimidine ring makes a dihedral angle of 54.73 (9) with that of the o-tolyl ring. The molecule adopts an extended conformation, which is evident from the C-C( O)-N-C ar (ar = aromatic) torsion angle of 178.42 (15) . In the crystal, molecules are linked via pairs of N-HÁ Á ÁN hydrogen bonds, forming inversion dimers with an R 2 2 (8) ring motif. The dimers are linked by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, with the O atom accepting three such interactions, forming sheets parallel to (100).
Related literature
For the synthesis of the title compound, see: Xu et al. (2010) . For the biological activity of pyrimidine derivatives, see: Hocková et al. (2003 Hocková et al. ( , 2004 ; Perales et al. (2011) ; Xu et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 ).
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Comment
Diaminopyrimidines are an important class of six membered heterocyclic compounds with many applications. For example, some derivatives are been reported to have anticancer activity, selectively inhibiting c-Fms kinase of M-CSFdependent myeloid leukemia cells (Xu et al., 2010) . Some 2,4-diamino-pyrimidine derivatives have been shown to have anti-retro viral activity (Hocková et al., 2003 (Hocková et al., ,2004 , and anti-trypanosoma brucei activity (Perales et al., 2011) . In search for antiviral agents the title compound was designed and synthesized for targeting NS2B-NS3 protease. We report herein on its synthesis and crystal structure.
In the title compound, Fig. 1 , the pyrimidine ring (N1/N2/C1-C4) makes a dihedral angle of 54.73 (9)° with the benzene ring (C7-C12). The molecule adopts an extended conformation which is evident from torsion angle C5-C6-N5-C7 = 178.42 (15) °. The amine group, atom N3, deviates from the pyrimidine ring by -0.0672 (15) Å, while atom N4 atom deviates from the same ring by 0.0824 (18) Å. The methyl carbon atom C13 deviates from the benzene ring to which it is attached by 0.0204 (22) Å.
In the crystal, molecules are linked by pairs of N-H···N hydrogen bonds forming inversion dimers and enclosing R 2 2 (8) ring motifs (Table 1 and 
Experimental
The title compound was synthesized according to the reported procedure (Xu et al., 2010) . To a solution of 4,6-diaminopyrimidine-2-thiol (0.5 g; 3.52 mmol) in 25 ml of ethanol was added potassium hydroxide(0.2g; 3.52 mmol) and the mixture was refluxed for 30 mins. Then 3.52 mmol of 2-chloro-N-phenylacetamide was added and the mixture refluxed for 1-4 h. At the end of the reaction, monitored by TLC, ethanol was evaporated in vacuo and cold water was added. The precipitate formed was filtered and dried to give the title compound as a crystalline powder (Yield of 88-96%). Block-like colourless crystals were obtained by slow evaporation of a solution in methanol at room temperature.
Refinement
The NH and C-bound H atoms were placed in idealized positions and refined using a riding model: N-H = 0.86 Å, C-H = 0.93, 0.97 and 0.96 Å for CH, CH 2 and CH 3 H atoms, respectively, with U iso (H) = 1.5U eq (C-methyl) and = 1. The crystal packing of the title compound, viewed along the b axis. The hydrogen bonds are shown as dashed lines (see Table 1 for details; the C and N-bound H-atoms not involved in hydrogen bonding have been omitted for clarity). Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[(4,6-Diaminopyrimidin-2-yl)sulfanyl]-N-(2-methylphenyl)acetamide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.44402 (7 0.0530 (7) 0.0419 (7) 0.0487 (7) 0.0059 (6) −0.0023 (5) 0.0030 (5) N2 0.0585 (7) 0.0362 (6) 0.0365 (6) 0.0039 (5) 0.0002 (5) 0.0000 (5) N3 0.0830 (11) 0.0503 (8) 0.0549 (8) 0.0077 (7) 0.0146 (7) 0.0147 (6) 
